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Development of a new tool (4TREE) 
for adapted genome selection 

in European tree species 
Objective of the 4TREE array:

Uses:

Axiom screening array 

Pinus pinea Pinus pinaster

36,784 SNPs

Fraxinus sp.Populus sp.

137,321 SNPs

449,688 SNPs 

137,545 SNPs 138,038 SNPsFinal array 4TREE

12.5K SNPs/species
Commercially available on demand 

in summer 2020 

Evaluation of SNPs 

selection

Genomic resources

SNPs detection

Affymetrix scoring
 “Recommended”:

 “Not recommended”:

 “Neutral”: 

SNPs selection
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Unpublished GenTree data (S. Scalabrin)
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Populus nigra
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Populus deltoides
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Priorities and filters:
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Priorities: 
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Final selection

Pinus pinea 108 individuals

Pinus pinaster 119 individuals 

Populus sp 118 individuals 

Fraxinus sp 135 individuals 
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