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What is France Génomique ?

A national genomics and bioinformatics infrastructure, spread out 
on the French territory

• All the platforms already existed under the “IBiSA” label

• The IA funding (60 M€) “only” covers 10% to 15% of the platforms’ 

budget over the 8 years period. It does however leverage our ability to:

– structure and reinforce our technological offer, improve its visibility

– maintain / reinforce the global expertise and ensure its rapid diffusion

– invest for the medium term in new technologies and developments

The leverage effect is very high, in terms of competitiveness
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Localisation of the FG platforms

FG projects carried out in 2013 726

Publications co-authored by FG 185

Number of users trained in 2013 1284
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A wide range of genomic resources and expertise

Genomics has become an indispensable component in all fields of 
life sciences research: the increasing diversity of technologies and 
applications involved cannot be mastered by any individual platform

• Each platform has its own skills and specific field of genomic 

competence and applications

• The platforms’ activities are coordinated and supervised by the FG 

governing bodies

• The projects are submitted through the FG Web portal

• The users have access to state-of-the-art technology & expertise and 

their project is carried out by the most suitable platform
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France Génomique governing bodies

• Supervising Board
Directors of the 4 major French research organisms involved (CEA, CNRS, INRA, Inserm)

• Executive Board
– CEA/DSV/IG : J. Weissenbach, P. Le Ber (Pdt), P. Wincker, JF. Deleuze

– “Regional” sequencing platforms : P. Barbry, D. Milan (VP)

– Bioinformatics/IFB : JF. Gibrat, C. Médigue

• Scientific Review Board for project evaluation
Two sub-committees

– Biodiversity (microorganisms, metagenomics, species of agricultural interest, etc.)

– Human genomics & animal models of human diseases

• International Scientific Advisory Board (SAB)

In 2014, creation of the France Génomique UMSIn 2014, creation of the France Génomique UMSIn 2014, creation of the France Génomique UMSIn 2014, creation of the France Génomique UMS
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How to access the FG platforms ?

• The projects are submitted at any time through the FG Website portal -

the modalities for submitting, evaluating and executing the projects 

vary according to their size

• For academic projects, only the running costs of the project are 

invoiced to the collaborator (essentially the reagents) – on the other 

hand, the platform involved will co-author the resulting publications

• Each project is forwarded to a designated platform according to (i) the 

project size, (ii) the expertise that is required, (iii) the collaborator’s 

specific wish and (iv) the availability of the platform

• The FG platforms are free to use (a significant) part of their resources 

for their own, non-FG collaborative projects, that do not follow the 

above rules
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A critical mass in terms of capacity and expertise

What is at stake is the French presence and sovereignty in a field 
(genomics) of increasing strategic importance for the future of 
research, medicine and  life sciences industry in general

• Coordinated / synergised technology survey & developments 

(bioinformatics, "wet lab"…), widely diffused to the community

• Capability to undertake very large projects with a high scientific 

impact: annual CFP funded by FG

• Improved national and international visibility, early access to new 

technologies (e.g. 3rd generation NGS)

• Dedicated data storage and computing capacities deployed at the TGCC 

(CEA/DAM) in Bruyères-le-Châtel



http://www.france-genomique.orghttp://www.france-genomique.org

Central IT resources: e-infrastructure

PF FG

600 Go /run

Local storage ˜1 Po (30-45 To 

/instrument) + local CPU ˜500 

cores for primary treatments

600 Go /run

10 Gigabits /sec. 

Processing units

Part of the analysed data 
transferred back to local platforms 
for display & collaborators access

Storage = 5 Po (2 Po on disk)
CPU = 2.880 cores, 8 Go/core
Large memory nodes at 2 To
• Resident data at TGCC
• Data analysis with project-

specific processes

Temporary storage 
(scratch)

Production data, 
treatment results

Raw 
data

TGCC
Hierarchical storage, 

archiving

� The change of scale had become unavoidable

� The running costs of the e-infrastructure should be taken into account in the projects’ budget

� Proper balance between local and central resources to be found

5 M€ investment at the 

TGCC/CCRT (CEA/DAM) in 

Bruyères-le-Châtel
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"Large projects" call for proposals (CFP)

• Focused on “very large” projects, 

otherwise difficult to fund, and 

giving to FG a high visibility 

• First and second CFP in 2012 and 

2013: 96 projects were 

submitted, 26 selected by the 

scientific review board

• Average funding per project 

(direct costs): 200 to 300 k€

• Next CFP to be opened early 

(March) 2015
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Developments & technology survey

• Mission: to maintain and reinforce the French cutting-edge expertise in genomics, 

bioinformatics and their applications, and to increase the proficiency of the life 

sciences community in general

• 45 engineers recruited (fixed-term contracts) for developments, 2/3 of them in 

bioinformatics

• The knowledge, know-how and tools developed by FG should be diffused towards 

the life sciences community

WP1.1 Implementation of our tools in the HPC environment at TGCC

WP1.2 Adaptation of the sequencing platforms bioinformatics environment

WP2.1 Quality control and technology evaluation

WP2.2 Evaluation of sequence mapping software

WP2.3 Evaluation of sequence assembly software

WP2.4 Variant detection in genomic data

WP2.5 Analysis of gene expression level (RNAseq)

WP2.6 Regulation of gene expression (incl. epigenomics)

WP2.7 Genomics and metagenomics data analysis
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www.france-genomique.org
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Thank you for your attention

pleber@genoscope.cns.fr

www.france-genomique.org


